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<110> APPLICANT: McCall, Catherine A. 
Hunter, Shirley Wu 
Weber, Eric R. 

<120> TITLE OF INVENTION: NOVEL DERMATOPHAGOIDES NUCLEIC ACID MOLECULES , PROTEINS 

AND USES THEREOF 
<130> FILE REFERENCE: AL-2-C4 

<140> CURRENT APPLICATION NUMBER: US/09/662,2 93 
<141> CURRENT FILING DATE: 2000-09-14 
<150> PRIOR APPLICATION NUMBER: 09/292,225 
<151> PRIOR FILING DATE: 1999-04-15 
<150> PRIOR APPLICATION NUMBER: 60/098,909 
<151> PRIOR FILING DATE: 1998-09-02 
<150> PRIOR APPLICATION NUMBER: 60/085,295 



,565 



1998-05-13 
NUMBER: 60/098, 

1998-04-17 
NUMBER: 09/062,013 

1998-04-17 



<151> PRIOR FILING DATE: 
<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE: 
<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE: 
<160> NUMBER OF SEQ ID NOS : 57 
<170> SOFTWARE: Patentln Ver . 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 14 
<212> TYPE: PRT 

<213> ORGANISM: Dermatophagoides farinae 
<4 00> SEQUENCE: 1 

Ser lie Lys Arg Asp His Asn Asp Tyr Ser Lys Asn Pro Met 

15 10 
<210> SEQ ID NO: 2 
<211> LENGTH: 20 
<212> TYPE: PRT 

<213> ORGANISM: Dermatophagoides farinae 
<4 00> SEQUENCE: 2 

Asp Tyr Glu Tyr Pro Gly Ser Arg Leu Gly Asn Pro Lys Ala Pro Leu 

1^5 10 15 

Tyr Lys Arg Pro 
20 

<210> SEQ ID NO: 3 
<211> LENGTH: 20 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 
Asp lie Pro His 
1 

Val Asn Gly Gly 
20 

<210> SEQ ID NO: 
<211> LENGTH: 20 



ENTERED 



Dermatophagoides farinae 
3 

Pro Thr Asn lie His Lys Tyr Leu Val Cys Glu Ser 
5 10 15 
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72 <212> TYPE: PRT 

7 3 <213> ORGANISM: Dermatophagoides farinae 

75 <400> SEQUENCE: 4 

76 Asp Pro Ala Lys Gly Met Ser Pro Pro Gly Phe He Val Gly Glu Glu 

77 1 5 10 15 

79 Gly Val Leu Ser 

80 20 

83 <210> SEQ ID NO: 5 

84 <211> LENGTH: 12 

85 <212> TYPE: PRT 

86 <213> ORGANISM: Dermatophagoides farinae 

88 <400> SEQUENCE: 5 

89 Asp 'Glu Lys Asn Ser Phe Glu Cys He Leu Gly Pro 

90 1 5 10 

93 <210> SEQ ID NO: 6 

94 <211> LENGTH : 18 

95 <212> TYPE: PRT 

96 <213> ORGANISM: Dermatophagoides farinae 

98 <400> SEQUENCE: 6 

99 Asp Ala Phe Glu Pro His Gly Tyr Leu Leu Thr Ala Ala Val Ser Pro 

100 15 10 15 
102 Gly Lys 

106 <210> SEQ ID NO: 7 

107 <211> LENGTH: 13 

108 <212> TYPE: PRT 

109 <213> ORGANISM: Dermatophagoides farinae 

111 <400> SEQUENCE : 7 

112 Asp Lys Gin Asn Tyr Leu Ala Leu Val Arg Glu Leu Lys 

113 1 5 10 

116 <210> SEQ ID NO: 8 

117 <211> LENGTH: 24 

118 <212> TYPE: PRT 

119 <213> ORGANISM: Dermatophagoides farinae 

121 <400> SEQUENCE: 8 

122 Asp Met Ala Gin Asn Tyr Lys Tyr Arg Gin Gin Phe He Gin Ser Val 

123 15 10 15 

125 Leu Asn Asn Gly Ala Thr Arg Gin 

126 20 

129 <210> SEQ ID NO: 9 

130 <211> LENGTH: 23 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Dermatophagoides farinae 

134 <220> FEATURE: 

135 <223> OTHER INFORMATION: At locations 3 and 7 , Xaa = any amino acid 
137 <400> SEQUENCE: 9 

W--> 138 Asp Glu Xaa Asn Val Met Xaa Tyr Val Leu Tyr Thr Met His Tyr Tyr 
139 15 10 15 

141 Leu Asn Asn Gly Ala Thr Arg 

142 20 
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145 <210> SEQ ID NO: 10 
C 14 6 <211> LENGTH: 17 

147 <212> TYPE: PRT 

148 <213> ORGANISM: Dermatophagoides farinae 

150 <220> FEATURE: 

151 <223> OTHER INFORMATION: At location 14, Xaa = any amino acid 
153 <400> SEQUENCE : 10 

W--> 154 Asp Lys Leu Val Met Gly Val Pro Phe Tyr Gly Arg Ala Xaa Ser lie 
155 15 10 15 

157 Glu 

161 <210> SEQ ID NO: 11 

162 <211> LENGTH: 19 

163 <212> TYPE: PRT 

164 <213> ORGANISM: Dermatophagoides farinae 

166 <400> SEQUENCE: 11 

167 Asp lie Pro His Pro Thr Asn lie His Lys Tyr Leu Val Cys Glu Ser 

168 15 10 15 
170 Val Asn Gly 

174 <210> SEQ ID NO: 12 

175 <211> LENGTH: 18 

176 <212> TYPE: PRT 

177 <213> ORGANISM: Dermatophagoides farinae 

179 <400> SEQUENCE: 12 

180 Asp Tyr Ala Lys Asn Pro Lys Arg lie Val Cys lie Val Gly Thr Glu 

181 15 10 15 
183 Gly Val 

187 <210> SEQ ID NO: 13 

188 <211> LENGTH: 20 

189 <212> TYPE: PRT 

190 <213> ORGANISM: Dermatophagoides farinae 

192 <400> SEQUENCE: 13 

193 Asp Pro Ala Lys Gly Met Ser Pro Pro Gly Phe lie Val Gly Glu Glu 

194 15 10 15 

196 Gly Val Leu Ser 

197 20 

200 <210> SEQ ID NO: 14 

201 <211> LENGTH: 1752 

202 <212> TYPE: DNA 

203 <213> ORGANISM: Dermatophagoides farinae 

205 <220> FEATURE: 

206 <221> NAME/KEY: CDS 

207 <222> LOCATION: (1)..(1665) 

209 <400> SEQUENCE: 14 

210 atg aaa acc ata tat gca ata ctt agt att atg gcc tgc att • ggc ctt 48 

211 Met Lys Thr lie Tyr Ala lie Leu Ser lie Met Ala Cys lie Gly Leu 

212 15 10 15 

214 atg aat gca tec ate aaa cga gat cat aat gat tat teg aaa aat ccg 96 

215 Met Asn Ala Ser lie Lys Arg Asp His Asn Asp Tyr Ser Lys Asn Pro 

216 20 25 30 
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12 M:270 C: Current Application Number differs , Replaced Current Application Number 
W: Mandatory Feature missing, <221> not found for SEQ ID# : 9 
W: Mandatory Feature missing, <222> not found for SEQ ID# : 9 
W: (46) "n" or "Xaa" used: Feature -required , for SEQ ID# : 9 
W: Mandatory Feature missing, <221> not found for SEQ ID# : 10 
W: Mandatory Feature missing, <222> not found for SEQ ID# : 10 
W: (46) "n" or "Xaa" used: Feature required/ for SEQ ID#:10 
W: Mandatory Feature missing, <221> not found for SEQ ID#:23 
W: Mandatory Feature missing, <222> not found for SEQ ID#:23 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:23 
W: Mandatory Feature missing, <221> not found for SEQ ID# : 24 
W: Mandatory Feature missing, <222> not found for SEQ ID#:24 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 24 
W: Mandatory Feature missing, <221> not found for SEQ ID#:25 
W: Mandatory Feature missing, <222> not found for SEQ ID#:25 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 25 
W: Mandatory Feature missing, <221> not found for SEQ ID#:27 
W: Mandatory Feature missing, <222> not found for SEQ ID#;27 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:27 
W: Mandatory Feature missing, <221> not found for SEQ ID#:28 
W: Mandatory Feature missing, <222> not found for SEQ ID# : 28 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:28 
W: Mandatory Feature missing, <220> not found for SEQ ID#:33 
W: Mandatory Feature missing, <221> not found for SEQ ID#:33 
W: Mandatory Feature missing, <222> not found for SEQ ID# : 33 
W: Mandatory Feature missing, <223> not found for SEQ ID#:33 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:33 
W: Mandatory Feature missing, <221> not found for SEQ ID#:46 
W: Mandatory Feature missing, <222> not found for SEQ ID#:46 
W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:46 



138 

138 

138 

154 

154 

154 

1107 

1107 

1107 

1127 

1127 

1127 

1147 

1147 

1147 

1176 

1176 

1176 

1192 

1192 

1192 

1247 

1247 

1247 

1247 

1247 

2210 

2210 

2210 



258 
258 
340 
258 
258 
340 
258 
258 
340 
258 
258 
340 
258 
258 
340 
258 
258 
340 
258 
258 
340 
258 
258 
M: 258 
M:258 
M:340 
M:258 
M:258 
M:340 



03 

m 

CO 
H 

i 

E 

CD 
|— 

m 

o 
O 

< 



file://C:\Crf3\Outhold\VsrI662293.htm 



9/25/00 



